Leu Ser Ser Lys Ser Cys Glu Gly Arg Asn lie Arg Tyr Arg Thr 
65 70 75 



Cys Ser Asn Val Asp Cys Pro Pro Glu Ala Gly Asp Phe Arg Ala 
8€ 85 90 

Gin Gin Cys Ser Ala His Asn Asp Val Lys His His Gly Gin Phe 
95 100 105 

Tyr Glu Trp Leu Pro Val Ser Asn Asp Pro Asp Asn Pro Cys Ser 
110 115 120 

Leu Lys Cys Gin Ala Lys Gly Thr Thr Leu Val Val Glu Leu Ala 
125 130 135 

Pro Lys Val Leu Asp Gly Thr Arg Cys Tyr Thr Glu Ser Leu Asp 
140 145 150 

Met Cys lie Ser Gly Leu Cys Gin lie Val Gly Cys Asp His Gin 
155 160 165 

Leu Gly Ser Thr Val Lys Glu Asp Asn Cys Gly Val Cys Asn Gly 
170 175 180 

Asp Gly Ser Thr Cys Arg Leu Val Arg Gly Gin Tyr Lys Ser Gin 
185 190 195 

Leu Ser Ala Thr Lys Ser Asp Asp Thr Val Val Ala Leu Pro Tyr 
200 - 205 210 

Gly Ser Arg His lie Arg Leu Val Leu Lys Gly Pro Asp His Leu 
215 220 225 

Tyr Leu Glu Thr Lys Thr Leu Gin Gly Thr Lys Gly Glu Asn Ser 
230 235 240 

Leu Ser Ser Thr Gly Thr Phe Leu Val Asp Asn Ser Ser Val Asp 
245 250 255 

Phe Gin Lys Phe Pro Asp Lys Glu lie Leu Arg Met Ala Gly Pro 
260 265 270 

Leu Thr Ala Asp Phe lie Val Lys lie Arg Asn Ser Gly Ser Ala 
275 280 285 

Asp Ser Thr Val Gin Phe lie Phe Tyr Gin Pro lie lie His Arg 
290 295 300 

Trp Arg Glu Thr Asp Phe Phe Pro Cys Ser Ala Thr Cys Gly Gly 
305 310 315 

Gly Tyr Gin Leu Thr Ser Ala Glu Cys Tyr Asp Leu Arg Ser Asn 
320 325 330 

Arg Val Val Ala Asp Gin Tyr Cys His Tyr Tyr Pro Glu Asn lie 
335 340 345 

Lys Pro Lys Pro Lys Leu Gin Glu Cys Asn Leu Asp Pro Cys Pro 
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350 355 360 

Ala Ser Asp Gly Tyr Lys Gin lie Met Pro Tyr Asp Leu Tyr His 

365 370 375 

Pro Leu Pro Arg Trp Glu Ala Thr Pro Trp Thr Ala Cys Ser Ser 

380 385 390 

Ser Cys Gly Gly Gly He Gin Ser Arg Ala Val Ser Cys Val Glu 

395 400 405 

Glu Asp He Gin Gly His Val Thr Ser Val Glu Glu Trp Lys Cys 

410 415 420 

Met Tyr Thr Pro Lys Met Pro He Ala Gin Pro Cys Asn He Phe 

425 430 435 

Asp Cys Pro Lys Trp Leu Ala Gin Glu Trp Ser Pro Cys Thr Val 

440 445 450 

Thr Cys Gly Gin Gly Leu Arg Tyr Arg Val Val Leu Cys He Asp 

455 460 465 

His Arg Gly Met His Thr Gly Gly Cys Ser Pro Lys Thr Lys Pro 

470 475 480 

His He Lys Glu Glu Cys He Val Pro Thr Pro Cys Tyr Lys Pro 

485 490 495 

Lys Glu Lys Leu Pro Val Glu Ala Lys Leu Pro Trp Phe Lys Gin 

500 505 510 

Ala Gin Glu Leu Glu Glu Gly Ala Ala Val Ser Glu Glu Pro Ser 

515 520 525 

<210> 302 

<211> 1533 

<212> DNA 

<213> Homo sapiens 

<400> 302 



cggacgcgtg 


ggcggcggct 


gcggaactcc 


cgtggagggg 


ccggtgggcc 


50 


ctcgggcctg 


acagatggca 


gtggccactg 


cggcggcagt 


actggccgct 


100 


ctgggcgggg 


cgctgtggct 


ggcggcccgc 


cggttcgtgg 


ggcccagggt 


150 


ccagcggctg 


cgcagaggcg 


gggaccccgg 


cctcatgcac 


gggaagactg 


200 


tgctgatcac 


cggggcgaac 


agcggcctgg 


gccgcgccac 


ggccgccgag 


250 


ctactgcgcc 


tgggagcgcg 


ggtgatcatg 


ggctgccggg 


accgcgcgcg 


300 


cgccgaggag 


gcggcgggtc 


agctccgccg 


cgagctccgc 


caggccgcgg 


350 


agtgcggccc 


agagcctggc 


gtcagcgggg 


tgggcgagct 


catagtccgg 


400 


gagctggacc 


tcgcctcgct 


gcgctcggtg 


cgcgccttct 


gccaggaaat 


450 
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gctccaggaa 


gagcctaggc 


tggatgtctt 


gatcaataac 


gcaggganci. 


ouu 


tccagtgccc 


ttacatgaag 


actgaagatg 


ggtttgagat 


gcagr ucgga 


CCA 

oou 


gtgaaccatc 


tggggcactt 


tctactcacc 


aatcttctcc 


ttggactcct 


OUU 


caaaagttca 


gctcccagca 


ggattgtggt 


agtttcttcc 


aaactttata 


CCA 


aatacggaga 


. L till 

catcaatttt 


gatgacttga 


acagtgaaca 


aagctataat 


1 UU 


aaaagctttt 


gttatagccg 


gagcaaactg 


gctaacattc 


tttttaccag 


/ OU 


ggaactagcc 


cgccgcttag 


aaggcacaaa 


tgtcaccgtc 


aatgtgttgc 


oUu 


atcctggtat 


tgtacggaca 


aatctgggga 


ggcacataca 


cattccactg 


0 OU 


ttggtcaaac 


cactcttcaa 


tttggtgtca 


tgggcttttt 


tcaaaactcc 


nn A 

yuu 


agtagaaggt 


gcccagactt 


ccatttattt 


ggcctcttca 


cctgaggtag 


you 


aaggagtgtc 


aggaagatac 


tttggggatt 


gtaaagagga 


agaactgttg 


1 A A A 

1000 


cccaaagcta 


tggatgaatc 


tgttgcaaga 


aaactctggg 


atatcagtga 


"I A C A 

1050 


agtgatggtt 


ggcctgctaa 


aataggaaca 


aggagtaaaa 


gagctgttta 


1 1 A A 
11UU 


taaaactgca 


tatcagttat 


atctgtgatc 


aggaatggtg 


tggattgaga 


1 1 Cfi 

llou 


acttgttact 


tgaagaaaaa 


gaattttgat 


attggaatag 


cctgctaaga 


-1 O A A 


ggtacatgtg 


ggtattttgg 


agttactgaa 


aaattatttt 


tgggataaga 


1250 


gaatttcagc 


aaagatgttt 


taaatatata 


tagtaagtat 


aatgaataat 


1300 


aagtacaatg 


aaaaatacaa 


ttatattgta 


aaattataac 


tgggcaagca 


1 *3 C A 

1350 


tggatgacat 


attaatattt 


gtcagaatta 


agtgactcaa 


agtgctatcg 


1 A AA 
14UU 


agaggttttt 


caagtatctt 


tgagtttcat 


ggccaaagtg 


ttaactagtt 


1450 


ttactacaat 


gtttggtgtt 


tgtgtggaaa 


ttatctgcct 


ggtgtgtgca 


1500 


cacaagtctt 


acttggaata 


aatttactgg 


tac 1533 







<210> 303 
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<400> 303 

Met Ala Val Ala Thr Ala Ala Ala Val Leu Ala Ala Leu Gly Gly 

15 10 15 

Ala Leu Trp Leu Ala Ala Arg Arg Phe Val Gly Pro Arg Val Gin 

20 25 30 

Arg Leu Arg Arg Gly Gly Asp Pro Gly Leu Met His Gly Lys Thr 

35 40 45 
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